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Structural alphabets (NtC and CANA) for 
conformational analysis of nucleic acids 
(DNA and RNA).

● Annotation
● Validation
● Model building
● Modeling
● Enhanced sampling MD
● Refinement
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Structure and model of (GGUGCUCAGUAGGAGACGAACCGCACC) analyzed with
https://dnatco.datmos.org  
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